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TGTATCOGCTCATGflGACAATAACCC^ 

^AACTKXSCCTTGATCGTTGGGAA^G^G 



ACTTCAAGAACTCTGTAGCACCGCCT^ 
ACAGCCC^CTTCGAGCGAACGACCT^ 



ftCTOGGCACAACAGACAATCGGCTGCTCT^ 



ATCTOGTCGTGRCCCMGKXMGCC^^ 



^^TAGOGAfiGAGGCCOGCACOGATOGC 
TAAAGCCCGCTTCGGOGGGCTTTTTrrr 
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5' tertgctcctctttggcttgcttccaa. 
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aaacqcacaggacacagga^rr-n- 5 , 
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5' AAtgtgctcctctttggcttgcttCCGC 3' 
3' Ttacacgaggagaaaccgaacgaagg 5' 


5' AA 3' 
3' Ttacacgaggagaaaccgaacgaagg 5' 
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5' AActggttcttgtctggcttggcCCGC 3' 
3' Ttgaccaagaacagaccgaaccggg 5' 


5' aa y 

3' Ttgaccaagaacagaccgaaccgcra S r 
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5' AAggtcctcgctctgtgtccgttGAGCT 3' 
3' Ttccaggagcgagacacaggcaac 5' 


5' AA V 
3' Ttccaggagcgagacacaggcaac 5' 
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5' AAtttgcgtgtcctgtgtcgtcGAGCT 3' 
3' Ttaaacgcacaggacacagcagc 5' 


5' AA 3' 
3' Ttaaacgcacaggacacagcaqc 5' 
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Oligo# Sequence (5' to 3') 

174 ATGACCGCTCAGGAAACCTGTTGCA 
180 ATAGGCATAGTAGGCCAGCTTGAGG 



454 
463 



454 
465 



41 
38 



445 
667 



tgtgctcctctttggcttgcttccAATTAACCCTCACTAAAGGGAACGAAT 
c tgg 1 1 c 1 1 g t c t ggc 1 1 ggcc caaTGCAACAGGTTTCCTGAGCGGTCAT 



464 ggtcctcgctctgtgtccgttgaaCCTCAAGCTGGCCTACTATGCCTAT 

42 tttgcgtgtcctgtgtcgt cgaaCGACTAATACGACTCACT ATAGGGCG 

151 GCCAATGGACTCTTAGTTTTGGAAC 

155 GTTCTGGCAAACAAATTCGGCGCAC 



tgtgctcctctttggcttgcttccAATTAACCCTCACTAAAGGGAACGAAT 
c tggt t c t tg t c tggc t tggcccaaGTTCCAAAACTAAGAGTCCATTGGC 



466 ggtcctcgctctgtgtccgttgaaGTGCGCCGAATTTGTTTGCCAGAAC 



1 GAACCTTGGTGTGCCAAGTTACTTC 

2 GAACTTTGGCTGAAC C C CTTGTTCT 



tgtgctcctctttggcttgcgttgaaCGACTAATACGACTCACTATAGGGCG 
ctggttcttgtctggcttggcccaaGAAGTAACTTGGCACACCAAGGTTC 



40 gg t cctcgctctgtgtc cgt t gaAGAACAAGGGGTTCAGCCAAAGTTC 

37 1 1 1 gcg t g tcctgtgtcgt eg AATTAACC CTC ACTAAAGGGAACG AAT 

540 ATGCCGGATCTCCTACTACTGGGCC 

546 TGTCATAGTAGACAGCGATGGAACG 



GACAAGAACCAGTTGACGTCAAGCTTCCCGGGACGCGTGCTAGCGGCGCGCCG 
ctggttcttgtctggcttggcccaaGGCCCAGTAGTAGGAGATCCGGCAT 



668 ggtcctcgctctgtgtccgttgaaCGTTCCATCGCTGTCTACTATGACA 

907 c tggttcttgtctggcttggcccaaAAAGCCGACAGCCACGCTCACAAGC 

908 gg tcctcgctctgtgtccgtt gaaGCC CAATGCCAC AGAGACAGAATGT 

1157 ctggttcttgtctggcttggcc caaGTTGGATCCTCTCCAAGGCCCCATCT 

1158 ggtcctcgctctgtgtccgttgaaCTCCAGTGCCGAGTGTGTGGGGACAG 
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